® The robotis a go

® Summary thus far -- let’s look at some VB data
® 6x6x2(x3) = a lot of data to visualize

® How will we compare across conditions!?

® Guest speaker + Data analysis ‘office hour’ next lecture
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- Semi-quantitative analysis:Your experiment
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- Semi-quantitative analysis: Your experiment
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- Semi-quantitative analysis:Your experiment
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Semi-quantitative analysis: Your experiment
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Semi-quantitative analysis: Your experiment
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4 Semi-quantitative analysis: Vestern blot
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How to quantify:
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“ Non-linear curve fitting: Loglstlc F|t
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How to quantify:
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ﬁ Non-linear curve fitting: Logistic Fit

How to quantify:
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The dual inhibition study can be naze

similar way.

Recommend starting with:
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' How can you visualize the data?

Dual Inhibition of Cell Yiability
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' How can you visualize the data?

Dual Inhibition of Cell Yiability
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,, How can you visualize the

Some representation of error is required (somewhere).
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| What are the interesting comparisons!?
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Module 2: Systems Engin

® The robotis a go

® Summary thus far -- let’s look at some VB data
® 6x6x2(x3) = a lot of data to visualize

® How will we compare across conditions!?

® Guest speaker + Data analysis ‘office hour’ next lecture
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